ABSTRACT Mannheimia varigena is a pathogen of cattle that has been isolated from diseased lung and udder. There are currently complete genome sequences for 4 M. varigena isolates, all from lungs of cattle in the United States. We report a complete genome sequence of M. varigena isolated from bovine milk in Ireland.
chromosome (72% identity, 83% coverage), the M. haemolytica strain 11935 chromosome (72% identity, 83% coverage), the M. haemolytica strain 193 chromosome complete genome (79% identity, 83% coverage), and the M. haemolytica strain 187 chromosome complete genome (78% identity, 83% coverage).
Annotation of the M. varigena Teagasc 1 assembly with the NCBI Prokaryotic Genome Annotation Pipeline (PGAP) (7, 8) showed 1,950 protein-coding genes, 60 tRNAs, 4 noncoding RNAs, 8 5S rRNA, 6 16S rRNA, 6 18S rRNA, 35 pseudogenes, and 2 CRISPR arrays. This is the first report of a complete genome sequence of M. varigena isolated from bovine milk.
Data availability. The GenBank nucleotide sequence accession number for Mannheimia varigena strain Teagasc 1 is CP030062. Raw sequences are available in the Sequence Read Archive (BioProject number, PRJNA416915; SRA sample, SRS4180578; SRA study, SRP174186).
